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>gb|M80927 |HUMHA3G Human glycoprotein mRNA, complete cds. 
Length =1741 
Plus Strand HSPs: 
Score = 427 (118.0 bits), Expect = 6.2e-26, P = 6.2e-26 

Identities = 157/248 (63%), Positives = 157/248 (63%), Strand = Plus / Plus 
Query: 2 ACCAACCACCAGCTGAGCACCACIGA^ 61 

I Mil I II I I I I I lllllllllll I III llllll I MM 

Sbjct: 255 AGCAACGATCACATCGACACXTGGGAGTG^ 314 

Query: 62 GGCCTGAAGAAGATGAATCCCAAQCTGAAGAC 121 

II Mill I III Mill I MM: 1 1 M II I IIMMI MM! II 

Sbjct: 315 ACACTCAAGAACAGGAACCCCAACCTGAAGACTC^ 374 

>gb|U19900|SSU19900 Sus scrofa 38kDa heparin-binding glycoprotein mRNA, 

carrplete cds. >emb|z47803 [SSGP38KD S. scrofa 38kDa hepax in-binding 
glycoprotein. 
Length =1733 
Plus Strand HSPs: 
Score = 358 (98.9 Ijits) , Expect = 4.6e-20, P = 4.6e-20 

Identities = 148/245- (60%), Positives = 148/245 (60%), Strand, = Plus / Plus 
Query: 2 ACCAACCACCAGCTGAGCACCACTGAGTGG 61 

llllll III MM lllllllllll I III Mill I III 

Sbjct: 250 AGCAACAATGAGATTGACACCTTGGAGT 309 
Query: 62 GGCCTGAAGAAGATGAATCCCAAGCTGAAGACCCT 121 

II Mill I III Mill IMIMIMM I I I Mill Mill II 

Sbjct: 310 ACACTCAAGAACAGGAACCCCAACCTGAAGACCCTCCT 369 

>gb|U02270 1 MSU02270 Manduca sexta chitinase mRNA, conrplete cds. 
Length = 2452 
Plus Strand HSPs: 
Score = 308 (85.1 bits), Expect = 8.2e-16, P = 8.2e-16 

Identities = 110/172 (63%), Positives = 110/172 (63%), Strand = Plus / Plus 
Query: 76 GAATCCCAAGCTCAAGACCCTGTTAGCCATC 135 

I llllll I III I II MM I II 11 III I MM I Mill 

Sbjct: 309 GCATCCCAGCGTCAAGTTCATGGTAGCGGTGGGCGG 368 
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